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Background: I . Figure 2. Expression of immune checkpoint markers based on IDO1 expression groups
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has been investigated as a potential target to overcome ICl resistance. ovarian cancers. e

 Analyzing the association of IDO1 and immune molecules in the TME could
better elucidate the role of IDO1 as an immunotherapeutic strategy.
e Little is known about the impact of IDO1 on the efficacy of ICls.

The heatmap showed that RNA levels of targetable checkpoint (PD-1, PD-L1, CTLA-4, and LAG-3)
correspond to the levels of IDO1 expression

High IDO1 RNA levels are associated with

Methods: h Igh fa rgeta ble ChECprI nt RNA levels. Figure 3. PFS (A) and OS (B) based on IDO1 expression (High vs Intermediate/Low)
- , , , . . in patients treated with ICls
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Figure 1. IDO expression based on primary cancer type Table 2. Univariate and multivariate analysis of OS from start of ICls
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analysis. * Not all variables are shown here. Only selected factors are listed. **Cutoff of TMB is 10 mutation/mb.

* Lung cancer type (Number of patients: High IDO1/Overall): Adenocarcinoma (4/13), SCLC (1/2), H:High, |/|_: Intermediate/Low. Cutoff of TMB is 10 mutation/mb.
NSCLC NOS (1/1), Squamous carcinoma (0/2), Sarcomatoid (0/1), Mesothelioma (0/1)



	Slide Number 1

